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Abstract

Three innovative technologies were developed to enable the generation gO G e r m I i n e 2 o O O Z B I G D O u b I e F L EX

of better translational, transgenic mouse models in the shortest possible
time, without the use of CRISPR, shortening the time to initial

experiments by 3 to 4 months. Data will be presented describing Problem: embryo host competition Problem: genomic replacement limited to 15 kb with standard vector Problem: LoxPStopLoxP switches leak

goGermline 2.0, OzBIG, and the Double Flex Switch System in recently
established models.
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humanized with a single targeting event from 10% to 90%.

Strategy: use two FLEx switches, test in vitro and then in vivo
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